
−3.02

−0.9

1.23

3.35
histone H2A acetylation

G
S

Z
A *
A C *
A C F *
A F *
C F *
F *
F J *
J *
N *

MSL3

DMAP1

DMAP1

YEATS4

EP400

TRRAP

MORF4L2

MSL3
−0.9 1.1∆ e



−3

−2

−1

0

1

2

3

histone H2A acetylation
G

S
Z

on
−
off

# features = 24

1

2



A
 *

A
 C

 *

A
 C

 F
 *

A
 F

 *

C
 F

 *

F
 *

F
 J

 * J 
*

N
 *

−4

−2

0

2

4

histone H2A acetylation
G

S
Z


